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Introduction Working Hypotheses

The Andesmountain range is an ideal study site for local adaptation becauseit has o | _ _
strongenvironmentalgradients,includinga north-south daylength gradientand a west 1. Gene flowslimited in spatiaextent, which has leatb pronounced local adaptation.

east precipitation gradient Nothofaguspumilio is a common, widespreadtree species i 2L Y RAGARdzZE 1t aQ INEZguK NBalkZyasS 02 auNba

that growsalongthesegradients,and therefore we canuseit to study local adaptation genetic basis. L | . |
in situ. Specificallywe aim to identify the genetic and phenotypic basesof local 3. Daylength and precipitation gradients have letdspecific local adaptations

adaptationand to determinethe spatialextent of geneflow and major environmental 4. Adaptationalongenvironmentalclinesresults in convergent evolution among
clines Thisproject usessimilarsamplingdesignsmethodsandrationaleasGenTree relatively closely relatedpecies in the Southern Andes and Europe.
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Day length & temperature
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Data sources & analysis methods Gene flowstudy

A Local adaptation = selection vs. gene flow
A Seeds and pollen are wirdispersed
A We know very little about contemporary gene flow
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Associate allele frequencies with Study .
environmental variables, e.g.: Compare phenotypic responses e b ' A One Sampllng site near 43
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Genetics to the Rescue

A Studying patterns and scales of loadhptationcan help inform management
p . strategies for forest genetic resources

EnvironmentPhenotype Clines A ldentify provenance zones fox. pumilioforestry practices

Correlatedendrophenotypiovariation with
environmentalgradients
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